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FIGURE 3A 

ATGG AC AAAAC TC AC AC ATG TC C AC C T TGTC C AGC TC C GG AAC TC C TGGGGGG AC C GTC A 
1 + + + + + + 6Q 

TACCTGTTTTGAGTGTGTACAGGTGGAACAGGTCGAGGCCTTGAGGACCCCCCTGGCAGT 

MDKTHTC PPCPAPELLGGPS 

GTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTC 
61 + + + + + + 12Q 

C AG AAGGAG AAGGGGGG TTT TGGG T TC C TG TGGGAG TAC TAG AGGGC C TGGGG AC TC C AG 

VFLFPPKPKDTLMI SRTPEV 

AC ATGC GTGGTGG TGG AC GTG AGC C AC G AAG AC C C TGAGGTC AAG T TC AAC TGG T ACGTG 

121 + + + + + + 180 

TGTACGCACCACCACCTGCACTCGGTGCTTCTGGGACTCCAGTTCAAGTTGACCATGCAC 

TCVVVDVSHEDPEVKFNWYV 



*S GACGGCGTGGAGGTGCATAATGCCAAGACAAAGCCGCGGGAGGAGCAGTACAACAGCACG 

gft 181 + + + + + + 240~ 

p, CTGCCGCACCTCCACGTATTACGGTTCTGTTTCGGCGCCCTCCTCGTCATGTTGTCGTGC 

Q a DGVEVHNAKTKPREEQYNST- 

3 ^ T AC CG TGTGG TC AGC G TC C TC AC CGTC C TGC AC C AGG AC TGGC TG AATGGC AAGGAGT AC 



241 + + + + + + 300 



^ ATGGCACACCAGTCGCAGGAGTGGCAGGACGTGGTCCTGACCGACTTACCGTTCCTCATG 

« a YRVVSVLTVLHQDWLNGKEY- 

Q 

-'Z AAGTGCAAGGTCTCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCC 

4» 301 + + + + + + 360 

TTCACGTTCCAGAGGTTGTTTCGGGAGGGTCGGGGGTAGCTCTTTTGGTAGAGGTTTCGG 

W a KCKVSNKALPAPIEKTISKA- 

O 

3 AAAGGGCAGCCCCGAGAACCACAGGTGTACACCCTGCCCCCATCCCGGGATGAGCTGACC 

H 361 + + + + + + 420 

TTTCCCGTCGGGGCTCTTGGTGTCCACATGTGGGACGGGGGTAGGGCCCTACTCGACTGG 

a KGQPREPQVYTLPPSRDELT 

AAGAACCAGGTCAGCCTGACCTGCCTGGTCAAAGGCTTCTATCCCAGCGACATCGCCGTG 

421 + + + + + + 480 

TTCTTGGTCCAGTCGGACTGGACGGACCAGTTTCCGAAGATAGGGTCGCTGTAGCGGCAC 

a KNQVSLTCLVKGFYPSDIAV 

GAG TGGG AG AGC AATGGGC AGC C GG AG AAC AAC TAC AAG AC C AC GC C TC C CGTGC TGG AC 

481 + + + + + + 540 

CTCACCCTCTCGTTACCCGTCGGCCTCTTGTTGATGTTCTGGTGCGGAGGGCACGACCTG 

a EWESNGQPENNYKTTPPVLD 

TCCGACGGCTCCTTCTTCCTCTACAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAG 
541 + + + + + + 600 

AGGC TGC CGAGGAAG AAGGAG ATG TCGTTCGAGTGGC AC CTGTTCTCGTCC AC CGTCGTC 

a SDGSFFLYSKLTVDKSRWQQ 

GGGAACGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCACTACACGCAGAAG 

601 + + + + + + 660 

CCCTTGCAGAAGAGTACGAGGCACTACGTACTCCGAGACGTGTTGGTGATGTGCGTCTTC 

a GNVFSCSVMHEALHNHYTQK 



FIGURE 3B 
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FIGS. 4A and 4B 



Inhibition of hu Vitronectin-Ru Binding to ocv 
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FIGS. 5 A and 5B 

Inhibition of hu Fibrinogen-Ru Binding To 
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